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<110> Laughran, Thomas 
Kothapalli, Ravi 

<120> Sphingosine 1-Phosphate Receptor Gene, SPPR 

<130> USF-T154X 

<140> US 10/024,019 

<141> 2001-12-21 

<150> US 60/257,119 

<151> 2000-12-22 

<160> 19 

<170> Patentln version 3.3 

<210> 1 

<211> 17 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Probe (see p. 8 of specification) 

<400> 1 

gcgcggccca tggagtc 17 

<210> 2 

<211> 30 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Probe (see p. 8 of specification) 

<400> 2 

cttttctgtg ttcccaagca gaacgtcaat 30 



<210> 3 

<211> 398 

<212> PRT 

<213> Homo sapiens 



<220> 

<221> MISC_FEATURE 

<223> Human sphingosine 1-Phosphate receptor (SPPR) amino acid sequence 
(Figure 3) 

<400> 3 
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USF-T154X 



Met Glu Ser Gly Leu Leu Arg Pro Ala Pro Val Ser Glu Val lie Val 
15 10 15 



Leu His Tyr Asn Tyr Thr Gly Lys Leu Arg Gly Ala Arg Tyr Gin Pro 
20 25 30 



Gly Ala Gly Leu Arg Ala Asp Ala Val Val Cys Leu Ala Val Cys Ala 
35 40 45 



Phe lie Val Leu Glu Asn Leu Ala Val Leu Leu Val Leu Gly Arg His 
50 55 60 



Pro Arg Phe His Ala Pro Met Phe Leu Leu Leu Gly Ser Leu Thr Leu 
65 70 75 80 



Ser Asp Leu Leu Ala Gly Ala Ala Tyr Ala Ala Asn lie Leu Leu Ser 
85 90 95 



Gly Pro Leu Thr Leu Lys Leu Ser Pro Ala Leu Trp Phe Ala Arg Glu 
100 ~ 105 110 



Gly Gly Val Phe Val Ala Leu Thr Ala Ser Val Leu Ser Leu Leu Ala 
115 120 125 



lie Ala Leu Glu Arg Ser Leu Thr Met Ala Arg Arg Gly Pro Ala Pro 
130 135 140 



Val Ser Ser Arg Gly Arg Thr Leu Ala Met Ala Ala Ala Ala Trp Gly 
145 150 155 160 



Val Ser Leu Leu Leu Gly Leu Leu Pro Ala Leu Gly Trp Asn Cys Leu 
165 ' 170 175 



Gly Arg Leu Asp Ala Cys Ser Thr Val Leu Pro Leu Tyr Ala Lys Ala 
180 185 190 



Tyr Val Leu Phe Cys Val Leu Ala Phe Val Gly He Leu Ala Ala He 
195 200 205 



Cys Ala Leu Tyr Ala Arg He Tyr Cys Gin Val Arg Ala Asn Ala Arg 
210 215 220 



J:\USF\T154X\Sequence Listings\T154X.ST25.doc 



USF-T154X 



Arg Leu Pro Ala Arg Pro Gly Thr Ala Gly Thr Thr Ser Thr Arg Ala 
225 230 235 240 



Arg Arg Lys Pro Arg Ser Leu Ala Leu Leu Arg Thr Leu Ser Val Val 
245 250 255 



Leu Leu Ala Phe Val Ala Cys Trp Gly Pro Leu Phe Leu Leu Leu Leu 
260 265 270 



Leu Asp Val Ala Cys Pro Ala Arg Thr Cys Pro Val Leu Leu Gin Ala 
275 280 285 



Asp Pro Phe Leu Gly Leu Ala Met Ala Asn Ser Leu Leu Asn Pro lie 
290 295 300 



lie Tyr Thr Leu Thr Asn Arg Asp Leu Arg His Ala Leu Leu Arg Leu 
305 310 315 320 



Val Cys Cys Gly Arg His Ser Cys Gly Arg Asp Pro Ser Gly Ser Gin 
325 330 335 



Gin Ser Ala Ser Ala Ala Glu Ala Ser Gly Gly Leu Arg Arg Cys Leu 
340 345 350 



Pro Pro Gly Leu Asp Gly Ser Phe Ser Gly Ser Glu Arg Ser Ser Pro 
355 360 365 



Gin Arg Asp Gly Leu Asp Thr Ser Gly Ser Thr Gly Ser Pro Gly Ala 
370 375 380 



Pro Thr Ala Ala Arg Thr Leu Val Ser Glu Pro Ala Ala Asp 
385 390 395 



<210> 4 

<211> 2336 

<212> DNA 

<213> Homo sapiens 



<220> 

<221> MISC_FEATURE 

<223> Human sphingosine 1-Phosphate receptor (SPPR) cDNA sequence 
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4 USF-T154X 

(Figure 3) 
<400> 4 



ococooccca. 

\^ ^ w \M X^* KJL 


tOOaotCOOO 


gctgctgcgg 


ccggcgccgg 


taaocaaaot 

33 3 33 


cat cat cct a 


60 


cattacaact 


acaccggcaa 


gctccgcggt 


gcgcgctacc 


agccgggtgc 


cggcctgcgc 


120 


accoacocco 


toototcfcct 


ggcggtgtgc 


gccttcatcg 


t.OCtie±OeiOeia 

I-* I— s~A. Ck. <— i 


tctaaccata 


180 


1 1 at t aat ac 


tccrciacacca 

\-4 V_J V—- ^ CI 


cccgcgcttc 


cacgctccca 


tat tec tact 


cct 000 c a ac 

Vw^ Ly y y v_» a y v_- 


240 


ct cacat t at 


caaat ct act 

v^yyui~v_«i~y ^- 


ggcaggcgcc 


gcctacgccg 


ccaacat cct 


act at cooon 

u ^ i— y i— y y y y 


300 


ccactcacac 


taaaactatc 


ccccgcgctc tggttcgcac 


yyyayyyayy 


cat ct t cat a 


360 


crcactcacta 


cat cca tact 


gagcctcctg 


gccatcgcgc 


t.QO^QCOCS.CI 

\^ ^ \*A 


cct.ca.cca.to 


420 


a coco Cepacia 

\—* \m y c-i *H *H 


aacccacacc 


cgtctccagt 


cgggggcgca 


coct-oocnat 

^y ^ 333 


aacaaccaca 

y y \-» auuuy y 


480 


crcctaaaaca 

V4 Vw-> V_-* ^ Vj \J VJ ^ V— ' 


tat cact act 


cctcgggctc 


ctgccagcgc 


taacrctGcraa 

O V-j \~4 ^* CA Ci 


1 1 acct aaat 

i— y v^. i_ y y y l. 


540 


Ly yauy 


cttactccac 


tgtcttgccg ctctacgcca 




act ct t c t ac 


600 


rtf" err* t" c c\ c c\~ 


tprrtorrrrp^t 


cctggccgcg 


atctgtgcac 


ta^y L.yuy 


catct^ctac 


660 






gcgcctgccg 


gcacggcccg 


yy au ty uyy y 


naccacct cn 

y ql-lc3ll c , — y 


720 


acccooococ 


at cocaaocc 


gcgctcgctg 


gccttgctgc 


ocscoctcsn 


cat aat act c 

^y uyy uy u 


780 


ct rrnrr't t t a 


taacatatta 
l y y u y i- l. y 


gggccccctc 


ttcctgctgc 


tattactcas 


cat orient ac 
^ y l y y u y luu 


84 0 


crrrrrcrfpac^ 


cctatcctat 


actcctgcag 


gccgatccct 


tcctaarr^ct 


oncc^trxncc 

y y v_» Ly u \^ \_ 


900 


a^ctc^cttc 


taaaccccat 


catctacacg 


ctcaccaacc 


occmcctncn 

y y a ^ — 1 >— iyuy 


ccaccicnctc 


960 


v — l y uy l y y 


tctactacaa 

Lvuy^Ly^yy 


acgccactcc 


tgcggcagag 


apppnarfirfn 
uv^v^^y ay l y y 


rtprpanparf 


1020 


uuy y^yay ^y 


conctoaonc 

\— y y l y a y u v_, 


ttccgggggc 


ctgcgccgct 


ncctnccccc 


firrnppf f aat 

y y yL/L/ t uy uu 


1080 


aaa;^ act tra 


rrrnnrfrnrra 
y y y — 33 


gcgctcatcg 


ccccagcgcg 


3 caaact nna 

333 33 


paprarrrfinr 

0 ^ — ^ — cl y uyy u> 


114 0 


trrara aara 


accccaat ac 


acccacagcc 


gcccggactc 


t aat atcaaa 

33 3 


apcaaptapa 


1200 


gactgacacc 


ctcggcccac 


gactgtcttc 


ccaagtttta 


cagacttgtt 


ctttttacat 


1260 


aaaggaattt 


gtaggaaatg 


cagccaaagg 


tgcagtcgga 


aaagatgcag 


gggaaatgta 


1320 


tttatgcagc 


gacaccccac 


aatgtgaaca 


aacagacaaa 


aaatctgtgc 


cctcgtggaa 


1380 


ttgacgttct 


gcttgggaac 


acagaaaaga 


actcggtgat 


gaaataatgg 


agatgattcc 


1440 


agtgacaaac 


gacagagatg 


gtgatggtgg tcagggaaga 


cctctctgca 


gaggtagtga 


1500 


cttgtgatgt 


gagctgagac 


ctctgtcctg 


ggaagaccaa 


aagaaaagca 


tttcaggatg 


1560 
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5 USF-T154X 



agggaatggc 


atgcgcaaag 


gccctgaggc 


tgaaatgtgc 


ccatgtgttc 


taagaaatgc 


1620 


agcgatgctg 


gtgtgcctgg 


agcagggacg 


gagggggaga 


atgggaggag 


acaaggagct 


1680 


gaaggagtag 


ttcccgaagg 


accttgtggg 


tgatatagag 


gacttcgctt 


ttgctctgag 


1740 


tgaggtggga 


gccatagaag 


cttctaagca 


gaagagggac 


ttgccctaat 


tcaggtgatc 


1800 


acaggtgtct 


tgtggcctcc 


atgggaggtt 


gaaaaccaca 


gaaggtgaag 


gggggctgca 


1860 


ctgagccaca 


ggaacaatga 


tggagattcc 


agctaagccc 


agaccccgtg 


gattctagat 


1920 


agattttaga 


ggcagcagac 


agaattactg 


aggaattgag 


tgtaagagtg 


gaataaagtt 


1980 


atcaaggaca 


atgccaaggg 


tggggcaccc 


ccaaatttga 


ctttgggaga 


ctcagccaaa 


2040 


tcctatctgg 


taataaaatt 


tcttttttat 


ttttcttttc 


tttctttctt 


tctttctttc 


2100 


tttttttttt 


tttgagttgg 


gatcttgtgc 


tctgtcaccc 


aggctggagt 


gcaatgggca 


2160 


caattatagc 


tcactgcagc 


ctggaactcc 


tgggatcaag 


cctggagttc 


ctgcttcagc 


2220 


ctccctagta 


gctgggacta 


caggcatgca 


ccaccatgcc 


cagttaataa 


aatttcttca 


2280 


aatgcaaaaa 


aaaaaaaaaa 


aaaaaactcg 


agggggggcc 


cggtacccaa 


ttcgcc 


2336 



<210> 5 

<211> 400 

<212> PRT 

<213> Rattus norvegicus 
<220> 

<221> MISC_FEATURE 

<223> Nrg-1 rat genes (Figure 4) 

<400> 5 

Met Glu Ser Gly Leu Leu Arg Pro Ala Pro Val Ser Glu Val lie Val 
15 10 15 

Leu His Tyr Asn Tyr Thr Gly Lys Leu Arg Gly Ala Arg Tyr Gin Pro 
20 25 30 

Gly Ala Gly Leu Arg Ala Asp Ala Ala Val Cys Leu Ala Val Cys Ala 
35 40 ~ 45 

Phe lie Val Leu Glu Asn Leu Ala Val Leu Leu Val Leu Gly Arg His 
50 55 60 
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USF-T154X 



Pro Arg Phe His Ala Pro Met Phe Leu Leu Leu Gly Ser Leu Thr Leu 
65 70 75 80 



Ser Asp Leu Leu Ala Gly Ala Ala Tyr Ala Thr Asn lie Leu Leu Ser 
85 90 95 



Gly Pro Leu Thr Leu Arg Leu Ser Pro Ala Leu Trp Phe Ala Arg Glu 
100 105 110 



Gly Gly Val Phe Val Ala Leu Ala Ala Ser Val Leu Ser Leu Leu Ala 
115 120 125 



He Ala He Glu Arg His Leu Thr Met Ala Arg Arg Gly Pro Ala Pro 
130 135 140 



Ala Ala Ser Arg Ala Arg Thr Leu Ala Met Ala Val Ala Ala Trp Gly 
145 150 155 160 



Leu Leu Leu Thr Leu Gly Leu Leu Pro Ala Leu Gly Trp Asn Cys Leu 
165 170 175 



Gly Arg Leu Glu Ala Cys Ser Thr Val Leu Pro Val Tyr Ala Lys Ala 
180 185 190 



Tyr Val Leu Phe Cys Val Leu Ala Phe Leu Gly He Leu Ala Ala He 
195 200 205 



Cys Ala Leu Tyr Ala Arg He Tyr Cys Gin Val Arg Ala Asn Ala Arg 
210 ~* 215 220 



Arg Leu Arg Ala Gly Pro Gly Ser Arg Arg Ala Thr Ser Ser Ser Arg 
225 230 235 240 



Ser Arg His Thr Pro Arg Ser Leu Ala Leu Leu Arg Thr Leu Ser Val 
245 250 255 



Val Leu Leu Ala Phe Val Ala Cys Trp Gly Pro Leu Phe Leu Leu Leu 
260 265 270 



Leu Leu Asp Val Ala Cys Pro Ala Arg Ala Cys Pro Val Leu Leu Gin 
275 280 285 
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7 



USF-T154X 



Ala Asp Pro Phe Leu Gly Leu Ala Met Ala Asn Ser Leu Leu Asn Pro 
290 295 300 



lie lie Tyr Thr Phe Thr Asn Arg Asp Leu Arg His Ala Leu Leu Arg 
305 310 315 320 



Leu Leu Cys Cys Gly Arg Gly Pro Cys Asn Gin Asp Ser Ser Asn Ser 
325 330 335 



Leu Gin Arg Ser Pro Ser Ala Val Gly Pro Ser Gly Gly Gly Leu Arg 
340 345 350 



Arg Cys Leu Pro Pro Thr Leu Asp Arg Ser Ser Ser Pro Ser Glu His 
355 360 365 



Ser Cys Pro Gin Arg Asp Gly Met Asp Thr Ser Cys Ser Thr Gly Ser 
370 " ^ 375 380 



Pro Gly Ala Ala Thr Ala Asn Arg Thr Leu Val Pro Asp Ala Thr Asp 
385 ^ 390 395 400 



<210> 6 

<211> 400 

<212> PRT 

<213> Rattus norvegicus 



<220> 

<221> MIS C_FEAT U RE 

<223> EDG-8 rat genes (Figure 4) 

<400> 6 

Met Glu Ser Gly Leu Leu Arg Pro Ala Pro Val Ser Glu Val lie Val 
1 ^ 5 10 15 



Leu His Tyr Asn Tyr Thr Gly Lys Leu Arg Gly Ala Arg Tyr Gin Pro 
20 25 30 



Gly Ala Gly Leu Arg Ala Asp Ala Ala Val Cys Leu Ala Val Cys Ala 
35 40 45 



Phe lie Val Leu Glu Asn Leu Ala Val Leu Leu Val Leu Gly Arg His 
50 55 60 
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Pro Arg Phe His Ala Pro Met Phe Leu Leu Leu Gly Ser Leu Thr Leu 
65 70 75 80 



Ser Asp Leu Leu Ala Gly Ala Ala Tyr Ala Thr Asn lie Leu Leu Ser 
85 ^ 90 95 



Gly Pro Leu Thr Leu Arg Leu Ser Pro Ala Leu Trp Phe Ala Arg Glu 
100 105 110 



Gly Gly Val Phe Val Ala Leu Ala Ala Ser Val Leu Ser Leu Leu Ala 
115 120 125 



lie Ala Leu Glu Arg His Leu Thr Met Ala Arg Arg Gly Pro Ala Pro 
130 135 140 



Ala Ala Ser Arg Ala Arg Thr Leu Ala Met Ala Val Ala Ala Trp Gly 
145 150 155 160 



Leu Ser Leu Leu Leu Gly Leu Leu Pro Ala Leu Gly Trp Asn Cys Leu 
165 170 175 



Gly Arg Leu Glu Ala Cys Ser Thr Val Leu Pro Leu Tyr Ala Lys Ala 
180 185 190 



Tyr Val Leu Phe Cys Val Leu Ala Phe Leu Gly lie Leu Ala Ala lie 
195 200 205 



Cys Ala Leu Tyr Ala Arg lie Tyr Cys Gin Val Arg Ala Asn Ala Arg 
210 215 ^ " 220 



Arg Leu Arg Ala Gly Pro Gly Ser Arg Arg Ala Thr Ser Ser Ser Arg 
225 230 235 240 



Ser Arg His Thr Pro Arg Ser Leu Ala Leu Leu Arg Thr Leu Ser Val 
245 250 255 



Val Leu Leu Ala Phe Val Ala Cys Trp Gly Pro Leu Phe Leu Leu Leu 
260 ~ 265 270 



Leu Leu Asp Val Ala Cys Pro Ala Arg Ala Cys Pro Val Leu Leu Gin 
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9 USF-T154X 

275 280 285 



Ala Asp Pro Phe Leu Gly Leu Ala Met Ala Asn Ser Leu Leu Asn Pro 
290 295 300 



lie lie Tyr Thr Phe Thr Asn Arg Asp Leu Arg His Ala Leu Leu Arg 
305 310 ^ 315 320 



Leu Leu Cys Cys Gly Arg Gly Pro Cys Asn Gin Asp Ser Ser Asn Ser 
325 330 335 



Leu Gin Arg Ser Pro Ser Ala Val Gly Pro Ser Gly Gly Gly Leu Arg 
340 345 350 



Arg Cys Leu Pro Pro Thr Leu Asp Arg Ser Ser Ser Pro Ser Glu His 
355 360 ~ 365 



Ser Cys Pro Gin Arg Asp Gly Met Asp Thr Ser Cys Ser Thr Gly Ser 
370 375 380 



Pro Gly Ala Ala Thr Ala Asn Arg Thr Leu Val Pro Asp Ala Thr Asp 
385 390 395 400 



<210> 7 

<211> 398 

<212> PRT 

<213> Homo sapiens 



<220> 

<221> MI SC__FEATURE 
<223> SPPR (Figure 4) 

<400> 7 

Met Glu Ser Gly Leu Leu Arg Pro Ala Pro Val Ser Glu Val lie Val 
15 10 15 



Leu His Tyr Asn Tyr Thr Gly Lys Leu Arg Gly Ala Arg Tyr Gin Pro 
20 25 30 



Gly Ala Gly Leu Arg Ala Asp Ala Val Val Cys Leu Ala Val Cys Ala 
35 40 45 
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Phe He Val Leu Glu Asn Leu Ala Val Leu Leu Val Leu Gly Arg His 
50 55 60 



Pro Arg Phe His Ala Pro Met Phe Leu Leu Leu Gly Ser Leu Thr Leu 
65 70 75 80 



Ser Asp Leu Leu Ala Gly Ala Ala Tyr Ala Ala Asn He Leu Leu Ser 
85 90 95 



Gly Pro Leu Thr Leu Lys Leu Ser Pro Ala Leu Trp Phe Ala Arg Glu 
100 105 110 



Gly Gly Val Phe Val Ala Leu Thr Ala Ser Val Leu Ser Leu Leu Ala 
115 120 125 



He Ala Leu Glu Arg Ser Leu Thr Met Ala Arg Arg Gly Pro Ala Pro 
130 135 140 



Val Ser Ser Arg Gly Arg Thr Leu Ala Met Ala Ala Ala Ala Trp Gly 
145 150 155 ^ 160 



Val Ser Leu Leu Leu Gly Leu Leu Pro Ala Leu Gly Trp Asn Cys Leu 
165 170 ~ ~ 175 



Gly Arg Leu Asp Ala Cys Ser Thr Val Leu Pro Leu Tyr Ala Lys Ala 
180 185 ' 190 



Tyr Val Leu Phe Cys Val Leu Ala Phe Val Gly He Leu Ala Ala lie 
195 200 205 



Cys Ala Leu Tyr Ala Arg He Tyr Cys Gin Val Arg Ala Asn Ala Arg 
210 215 220 



Arg Leu Pro Ala Arg Pro Gly Thr Ala Gly Thr Thr Ser Thr Arg Ala 
225 230 235 240 



Arg Arg Lys Pro Arg Ser Leu Ala Leu Leu Arg Thr Leu Ser Val Val 
245 250 ~ 255 



Leu Leu Ala Phe Val Ala Cys Trp Gly Pro Leu Phe Leu Leu Leu Leu 
260 265 270 
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11 USF-T154X 



Leu Asp Val Ala Cys Pro Ala Arg Thr Cys Pro Val Leu Leu Gin Ala 
275 280 285 



Asp Pro Phe Leu Gly Leu Ala Met Ala Asn Ser Leu Leu Asn Pro lie 
290 295 300 



lie Tyr Thr Leu Thr Asn Arg Asp Leu Arg His Ala Leu Leu Arg Leu 
305 310 315 320 



Val Cys Cys Gly Arg His Ser Cys Gly Arg Asp Pro Ser Gly Ser Gin 
325 330 335 



5 Gin Ser Ala Ser Ala Ala Glu Ala Ser Gly Gly Leu Arg Arg Cys Leu 

340 345 350 



Pro Pro Gly Leu Asp Gly Ser Phe Ser Gly Ser Glu Arg Ser Ser Pro 
355 ~ " 360 ^ 365 



Gin Arg Asp Gly Leu Asp Thr Ser Gly Ser Thr Gly Ser Pro Gly Ala 
370 375 380 



Pro Thr Ala Ala Arg Thr Leu Val Ser Glu Pro Ala Ala Asp 
385 390 395 



<210> 8 

<211> 254 

<212> PRT 

<213> Homo sapiens 



<220> 

<221> MI SC_FEATURE 

<223> Sphingosine-1- phosphate receptor. 1 (Figure 5) 
<400> 8 

Met Glu Ser Gly Leu Leu Arg Pro Ala Pro Val Ser Glu Val lie Val 
15 10 15 



Leu His Tyr Asn Tyr Thr Gly Lys Leu Arg Gly Ala Arg Tyr Gin Pro 
20 25 30 



Gly Ala Gly Leu Arg Ala Asp Ala Val Val Cys Leu Ala Val Cys Ala 
35 40 45 
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12 



USF-T154X 



Phe lie Val Leu Glu Asn Leu Ala Val Leu Leu Val Leu Gly Arg His 
50 55 60 



Pro Arg Phe His Ala Pro Met Phe Leu Leu Leu Gly Ser Leu Thr Leu 
65 70 75 80 



Ser Val Pro Ala Arg Pro Gly Thr Ala Gly Thr Thr Ser Thr Arg Ala 
85 90 95 



Arg Arg Lys Pro Arg Ser Leu Ala Leu Leu Arg Thr Leu Ser Val Val 
100 105 110 



Leu Leu Ala Phe Val Ala Cys Trp Gly Pro Leu Phe Leu Leu Leu Leu 
115 120 * 125 



Leu Asp Val Ala Cys Pro Ala Arg Thr Cys Pro Val Leu Leu Gin Ala 
130 ~ 135 ~ 140 



Asp Pro Phe Leu Gly Leu Ala Met Ala Asn Ser Leu Leu Asn Pro lie 
145 150 155 160 



lie Tyr Thr Leu Thr Asn Arg Asp Leu Arg His Ala Leu Leu Arg Leu 
165 ~ 170 175 



Val Cys Cys Gly Arg His Ser Cys Gly Arg Asp Pro Ser Gly Ser Gin 
180 185 190 



Gin Ser Ala Ser Ala Ala Glu Ala Ser Gly Gly Leu Arg Arg Cys Leu 
195 200 205 



Pro Pro Gly Leu Asp Gly Ser Phe Ser Gly Ser Glu Arg Ser Ser Pro 
210 215 220 



Gin Arg Asp Gly Leu Asp Thr Ser Gly Ser Thr Gly Ser Pro Gly Ala 
225 230 235 240 



Pro Thr Ala Ala Arg Thr Leu Val Ser Glu Pro Ala Ala Asp 
245 250 



<210> 9 
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13 



USF-T154X 



<211> 1698 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> misc_f eature 

<223> Sphingosine-1- phosphate receptor. 1 (Figure 5) 

<400> 9 



cgcgcggccc 


atggagtcgg 


ggctgctgcg 


gccggcgccg 


gtgagcgagg 


tcatcgtcct 


60 


gcattacaac 


tacaccggca 


agctccgcgg 


tgcgcgctac 


cagccgggtg 


ccggcctgcg 


120 


cgccgacgcc 


gtggtgtgcc 


tggcggtgtg 


cgccttcatc 


gtgctagaga 


atctagccgt 


180 


gttgttggtg 


ctcggacgcc 


acccgcgctt 


ccacgctccc 


atgttcctgc 


tcctgggcag 


240 


cctcacgttg 


tcggtgccgg 


cacggcccgg 


gactgcgggg 


accacctcga 


cccgggcgcg 


300 


tcgcaagccg 


cgctcgctgg 


ccttgctgcg 


cacgctcagc 


gtggtgctcc 


tggcctttgt 


360 


ggcatgttgg 


ggccccctct 


tcctgctgct 


gttgctcgac 


gtggcgtgcc 


cggcgcgcac 


420 


ctgtcctgta 


ctcctgcagg 


ccgatccctt 


cctgggactg 


gccatggcca 


actcacttct 


480 


gaaccccatc 


atctacacgc 


tcaccaaccg 


cgacctgcgc 


cacgcgctcc 


tgcgcctggt 


540 


ctgctgcgga 


cgccactcct 


gcggcagaga 


cccgagtggc 


tcccagcagt 


cggcgagcgc 


600 


ggctgaggct 


tccgggggcc 


tgcgccgctg 


cctgcccccg 


ggccttgatg 


ggagcttcag 


660 


cggctcggag 


cgctcatcgc 


cccagcgcga 


cgggctggac 


accagcggct 


ccacaggcag 


720 


ccccggtgca 


cccacagccg 


cccggactct 


ggtatcagaa 


ccggctgcag 


actgacaccc 


780 


tcggcccacg 


actgtcttcc 


caagttttac 


agacttgttc 


tttttacata 


aaggaatttg 


840 


taggaaatgc 


agccaaaggt 


gcagtcggaa 


aagatgcagg 


ggaaatgtat 


ttatgcagcg 


900 


acaccccaca 


atgtgaacaa 


acagacaaaa 


aatctgtgcc 


ctcgtggaat 


tgacgttctg 


960 


cttgggaaca 


cagaaaagaa 


ctcggtgatg 


aaataatgga 


gatgattcca 


gtgacaaacg 


1020 


acagagatgg 


tgatggtggt 


cagggaagac 


ctctctgcag 


aggtagtgac 


ttgtgatgtg 


1080 


agctgagacc 


tctgtcctgg 


gaagaccaaa 


agaaaagcat 


ttcaggatga 


gggaatggca 


1140 


tgcgcaaagg 


ccctgaggct 


gaaatgtgcc 


catgtgttct 


aagaaatgca 


gcgatgctgg 


1200 


tgtgcctgga 


gcagggacgg 


agggggagaa 


tgggaggaga 


caaggagctg 


aaggagtagt 


1260 


tcccgaagga 


ccttgtgggt 


gatatagagg 


acttcgcttt 


tgctctgagt 


gaggtgggag 


1320 


ccatagaagc 


ttctaagcag 


aagagggact 


tgccctaatt 


caggtgatca 


caggtgtctt 


1380 
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USF-T154X 







ct a a. a \j o* w 


aaaataaaaa 

U. d M L \A t»4. CpA \J ^ 


ggggct gcac 


tgagccacag 


1440 


gaacaatgat 


ggagattcca 


gctaagccca 


gaccccgtgg 


attctagata 


gattttagag 


1500 


gcagcagaca 


gaattactga 


ggaattgagt 


gtaagagtgg 


aataaagtta 


tcaaggacaa 


1560 


tgccaagggt 


ggggcacccc 


caaatttgac 


tctgggagac 


tcagccaaat 


cctatctggt 


1620 


aataaaattt 


cttttttatt 


tttcttttct 


ttctttcttt 


cttttttttt 


tttttgagtt 


1680 


gggatcttgt 


gctctgtc 










1698 



<210> 10 

<211> 398 

<212> PRT 

<213> Homo sapiens 



<220> 

<221> MIS COFEATURE 

<223> Sphingosine-1- phosphate receptor (SIP) (Figures 14 and 15) 
<400> 10 

Met Glu Ser Gly Leu Leu Arg Pro Ala Pro Val Ser Glu Val lie Val 
15 10 15 



Leu His Tyr Asn Tyr Thr Gly Lys Leu Arg Gly Ala Arg Tyr Gin Pro 
20 " ' 25 30 



Gly Ala Gly Leu Arg Ala Asp Ala Val Val Cys Leu Ala Val Cys Ala 
35 4 0 45 



Phe lie Val Leu Glu Asn Leu Ala Val Leu Leu Val Leu Gly Arg His 
50 55 60 



Pro Arg Phe His Ala Pro Met Phe Leu Leu Leu Gly Ser Leu Thr Leu 
65 70 75 80 



Ser Asp Leu Leu Ala Gly Ala Ala Tyr Ala Ala Asn lie Leu Leu Ser 
85 90 95 



Gly Pro Leu Thr Leu Lys Leu Ser Pro Ala Leu Trp Phe Ala Arg Glu 
100 105 110 



Gly Gly Val Phe Val Ala Leu Thr Ala Ser Val Leu Ser Leu Leu Ala 
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115 120 125 



lie Ala Leu Glu Arg Ser Leu Thr Met Ala Arg Arg Gly Pro Ala Pro 
130 135 140 



Val Ser Ser Arg Gly Arg Thr Leu Ala Met Ala Ala Ala Ala Trp Gly 
145 150 155 160 



Val Ser Leu Leu Leu Gly Leu Leu Pro Ala Leu Gly Trp Asn Cys Leu 
165 170 ^ 175 



Gly Arg Leu Asp Ala Cys Ser Thr Val Leu Pro Leu Tyr Ala Lys Ala 
180 185 190 



Tyr Val Leu Phe Cys Val Leu Ala Phe Val Gly He Leu Ala Ala He 
195 200 205 



Cys Ala Leu Tyr Ala Arg He Tyr Cys Gin Val Arg Ala Asn Ala Arg 
210 215 220 



Arg Leu Pro Ala Arg Pro Gly Thr Ala Gly Thr Thr Ser Thr Arg Ala 
225 230 235 240 



Arg Arg Lys Pro Arg Ser Leu Ala Leu Leu Arg Thr Leu Ser Val Val 
245 250 255 



Leu Leu Ala Phe Val Ala Cys Trp Gly Pro Leu Phe Leu Leu Leu Leu 
260 265 270 



Leu Asp Val Ala Cys Pro Ala Arg Thr Cys Pro Val Leu Leu Gin Ala 
275 ^ 280 285 



Asp Pro Phe Leu Gly Leu Ala Met Ala Asn Ser Leu Leu Asn Pro He 
290 "* 295 300 



lie Tyr Thr Leu Thr Asn Arg Asp Leu Arg His Ala Leu Leu Arg Leu 
305 310 315 320 



Val Cys Cys Gly Arg His Ser Cys Gly Arg Asp Pro Ser Gly Ser Gin 
325 330 335 
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Gin Ser Ala Ser Ala Ala Glu Ala Ser Gly Gly Leu Arg Arg Cys Leu 
340 345 350 



Pro Pro Gly Leu Asp Gly Ser Phe Ser Gly Ser Glu Arg Ser Ser Pro 
355 360 365 



Gin Arg Asp Gly Leu Asp Thr Ser Gly Ser Thr Gly Ser Pro Gly Ala 
370 375 380 



Pro Thr Ala Ala Arg Thr Leu Val Ser Glu Pro Ala Ala Asp 
385 390 ' 395 



<210> 11 

<211> 254 

<212> PRT 

<213> Homo sapiens 



<220> 

<221> MI SC_FEATURE 

<223> Sphingosine-1- phosphate receptor 1 (SIP1) (Figure 14) 
<400> 11 

Met Glu Ser Gly Leu Leu Arg Pro Ala Pro Val Ser Glu Val lie Val 
15 10 15 



Leu His Tyr Asn Tyr Thr Gly Lys Leu Arg Gly Ala Arg Tyr Gin Pro 
20 25 30 



Gly Ala Gly Leu Arg Ala Asp Ala Val Val Cys Leu Ala Val Cys Ala 
35 40 45 



Phe lie Val Leu Glu Asn Leu Ala Val Leu Leu Val Leu Gly Arg His 
50 55 60 



Pro Arg Phe His Ala Pro Met Phe Leu Leu Leu Gly Ser Leu Thr Leu 
65 70 75 80 



Ser Val Pro Ala Arg Pro Gly Thr Ala Gly Thr Thr Ser Thr Arg Ala 
85 90 95 



Arg Arg Lys Pro Arg Ser Leu Ala Leu Leu Arg Thr Leu Ser Val Val 
100 105 110 
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Leu Leu Ala Phe Val Ala Cys Trp Gly Pro Leu Phe Leu Leu Leu Leu 
115 120 125 



Leu Asp Val Ala Cys Pro Ala Arg Thr Cys Pro Val Leu Leu Gin Ala 
130 135 ~ 140 



Asp Pro Phe Leu Gly Leu Ala Met Ala Asn Ser Leu Leu Asn Pro lie 
145 150 155 160 



lie Tyr Thr Leu Thr Asn Arg Asp Leu Arg His Ala Leu Leu Arg Leu 
165 170 175 



Val Cys Cys Gly Arg His Ser Cys Gly Arg Asp Pro Ser Gly Ser Gin 
180 185 190 



Gin Ser Ala Ser Ala Ala Glu Ala Ser Gly Gly Leu Arg Arg Cys Leu 
195 200 205 



Pro Pro Gly Leu Asp Gly Ser Phe Ser Gly Ser Glu Arg Ser Ser Pro 
210 215 220 



Gin Arg Asp Gly Leu Asp Thr Ser Gly Ser Thr Gly Ser Pro Gly Ala 
225 230 235 ~ 240 



Pro Thr Ala Ala Arg Thr Leu Val Ser Glu Pro Ala Ala Asp 
245 250 



<210> 12 

<211> 103 

<212> PRT 

<213> Homo sapiens 



<220> 

<221> MISC_FEATURE 

<223> Sphingosine -1-Phosphate receptor 2 (Figure 6) 
<400> 12 

Met Glu Ser Gly Leu Leu Arg Pro Ala Pro Val Ser Glu Val He Val 
15 10 15 



Leu His Tyr Asn Tyr Thr Gly Lys Leu Arg Gly Ala Arg Tyr Gin Pro 
20 25 30 
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Gly Ala Gly Leu Arg Ala Asp Ala Val Val Cys Leu Ala Val Cys Ala 
35 40 ~ 45 



Phe lie Val Leu Glu Asn Leu Ala Val Leu Leu Val Leu Gly Arg His 
50 55 60 



Pro Arg Phe His Ala Pro Met Phe Leu Leu Leu Gly Ser Leu Thr Leu 
65 70 75 80 



Ser Asp Leu Leu Ala Gly Ala Ala Tyr Ala Ala Ala Ala Arg Thr Leu 
85 90 95 



Val Ser Glu Pro Ala Ala Asp 
100 



<210> 13 

<211> 1245 

<212> DNA 

<213> Homo sapiens 



<220> 

<221> misc_f eature 

<223> Sphingosine -1-Phosphate receptor 2 (Figure 6) 

<400> 13 



cgcgcggccc 


atggagtcgg 


ggctgctgcg 


gccggcgccg gtgagcgagg tcatcgtcct 


60 


gcattacaac 


tacaccggca 


agctccgcgg 


tgcgcgctac 


cagccgggtg 


ccggcctgcg 


120 


cgccgacgcc 


gtggtgtgcc 


tggcggtgtg 


cgccttcatc 


gtgctagaga 


atctagccgt 


180 


gttgttggtg 


ctcggacgcc 


acccgcgctt 


ccacgctccc 


atgttcctgc 


tcctgggcag 


240 


cctcacgttg 


tcggatctgc 


tggcaggcgc 


cgcctacgcc 


gccgccgccc 


ggactctggt 


300 


atcagaaccg 


gctgcagact 


gacaccctcg 


gcccacgact 


gtcttcccaa 


gttttacaga 


360 


cttgttcttt 


ttacataaag 


gaatttgtag 


gaaatgcagc 


caaaggtgca 


gtcggaaaag 


420 


atgcagggga 


aatgtattta 


tgcagcgaca 


ccccacaatg 


tgaacaaaca 


gacaaaaaat 


480 


ctgtgccctc 


gtggaattga 


cgttctgctt 


gggaacacag 


aaaagaactc 


ggtgatgaaa 


540 


taatggagat 


gattccagtg 


acaaacgaca 


gagatggtga 


tggtggtcag 


ggaagacctc 


600 


tctgcagagg 


tagtgacttg 


tgatgtgagc 


tgagacctct 


gtcctgggaa 


gaccaaaaga 


660 
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aaagcatttc 


aggatgaggg 


aatggcatgc 


gcaaaggccc tgaggctgaa 


atgtgcccat 


720 


gtgttctaag 


aaatgcagcg 


atgctggtgt 


gcctggagca 


gggacggagg 


gggagaatgg 


780 


gaggagacaa 


ggagctgaag 


gagtagttcc 


cgaaggacct 


tgtgggtgat 


atagaggact 


840 


tcgcttttgc 


tctgagtgag 


gtgggagcca 


tagaagcttc 


taagcagaag 


agggacttgc 


900 


cctaattcag 


gtgatcacag 


gtgtcttgtg 


gcctccatgg 


gaggttgaaa 


accagagaag 


960 


gtgaaggggg 


gctgcactga 


gccacaggaa 


caatgatgga 


gattccagct 


aagcccagac 


1020 


cccgtggatt 


ctagatagat 


tttagaggca 


gcagacagaa 


ttactgagga 


attgagtgta 


1080 


agagtggaat 


aaagttatca 


aggacaatgc 


caagggtggg 


gcacccccaa 


atttgactct 


1140 


gggagactca 


gccaaatcct 


atctggtaat 


aaaatttctt 


ttttattttt 


cttttctttc 


1200 


tttctttctt 


tttttttttt 


ttgagttggg 


atcttgtgct 


ctgtc 




1245 



<210> 14 

<211> 103 

<212> PRT 

<213> Homo sapiens 

<220> 

<221> MISC_FEATURE 

<223> Sphingosine -1-Phosphate receptor 2 (SIP2) (Figure 15) 
<400> 14 

Met Glu Ser Gly Leu Leu Arg Pro Ala Pro Val Ser Glu Val lie Val 
1 5 " 10 15 

Leu His Tyr Asn Tyr Thr Gly Lys Leu Arg Gly Ala Arg Tyr Gin Pro 
20 " 25 30 

Gly Ala Gly Leu Arg Ala Asp Ala Val Val Cys Leu Ala Val Cys Ala 
35 ~ 40 45 

Phe lie Val Leu Glu Asn Leu Ala Val Leu Leu Val Leu Gly Arg His 
50 55 60 

Pro Arg Phe His Ala Pro Met Phe Leu Leu Leu Gly Ser Leu Thr Leu 

65 " 70 75 80 

Ser Asp Leu Leu Ala Gly Ala Ala Tyr Ala Ala Ala Ala Arg Thr Leu 
85 90 95 
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Val Ser Glu Pro Ala Ala Asp 
100 

<210> 15 

<211> 2306 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> misc_f eature 

<223> Full-length (2.2 kb) nucleotide sequence of human S1P5 cDNA 
(Figure 8) 

<400> 15 



gcgcggccca 


tggagtcggg 


gctgctgcgg 


ccggcgccgg 


tgagcgaggt 


catcgtcctg 


60 


cattacaact 


acaccggcaa 


gctccgcggt 


gcgcgctacc 


agccgggtgc 


cggcctgcgc 


120 


gccgacgccg 


tggtgtgcct 


ggcggtgtgc 


gccttcatcg 


tgctagagaa 


tctagccgtg 


180 


ttgttggtgc 


tcggacgcca 


cccgcgcttc 


cacgctccca 


tgttcctgct 


cctgggcagc 


240 


ctcacgttgt 


cggatctgct 


ggcaggcgcc 


gcctacgccg 


ccaacatcct 


actgtcgggg 


300 


ccgctcacgc 


tgaaactgtc 


ccccgcgctc 


tggttcgcac 


gggagggagg 


cgtcttcgtg 


360 


gcactcactg 


cgtccgtgct 


gagcctcctg 


gccatcgcgc 


tggagcgcag 


cctcaccatg 


420 


gcgcgcaggg 


ggcccgcgcc 


cgtctccagt 


cgggggcgca 


cgctggcgat 


ggcagccgcg 


480 


gcctggggcg 


tgtcgctgct 


cctcgggctc 


ctgccagcgc 


tgggctggaa 


ttgcctgggt 


540 


cgcctggacg 


cttgctccac 


tgtcttgccg 


ctctacgcca 


aggcctacgt 


gctcttctgc 


600 


gtgctcgcct 


tcgtgggcat 


cctggccgcg 


atctgtgcac 


tctacgcgcg 


catctactgc 


660 


caggtacgcg 


ccaacgcgcg 


gcgcctgccg 


gcacggcccg 


ggactgcggg 


gaccacctcg 


720 


acccgggcgc 


gtcgcaagcc 


gcgctcgctg 


gccttgctgc 


gcacgctcag 


cgtggtgctc 


780 


ctggcctttg 


tggcatgttg 


gggccccctc 


ttcctgctgc 


tgttgctcga 


cgtggcgtgc 


840 


ccggcgcgca 


cctgtcctgt 


actcctgcag 


gccgatccct 


tcctgggact 


ggccatggcc 


900 


aactcacttc 


tgaaccccat 


catctacacg 


ctcaccaacc 


gcgacctgcg 


ccacgcgctc 


960 


ctgcgcctgg 


tctgctgcgg 


acgccactcc 


tgcggcagag 


acccgagtgg 


ctcccagcag 


1020 


tcggcgagcg 


cggctgaggc 


ttccgggggc 


ctgcgccgct 


gcctgccccc 


gggccttgat 


1080 


gggagcttca 


gcggctcgga 


gcgctcatcg 


ccccagcgcg 


acgggctgga 


caccagcggc 


1140 
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USF-T154X 



t ccacaggca 


gccccggt gc 


acccacagcc 


gcccggact c 


tacrt atcaaa 


accacrptcrpa 

U Xm* W w w y w U 


1200 


gactgacacc 


ctcggcccac 


gactgtcttc 


ccaagtttta 


cagact tgtt 


ctttttacat 


1260 


aaaggaattt 


gtaggaaatg 


cagecaaagg 


tgcagtcgga 


aaagatgcag 


craaaaat at a 


1320 


tttatgcagc 


gacaccccac 


aatgtgaaca 


aacagacaaa 


aaatctgtgc 


cct cgtggaa 


1380 


ttgacgttct 


get tgggaac 


acagaaaaga 


act eggtgat 


gaaat aatgg 


agatgatt cc 


1440 


agtgacaaac 


aacacraaata 


qtqatqatqq 


tcagggaaga 


cctctctgca 


gaggt agt ga 


1500 


cttgtgatgt 


gagctgagac 


ct ct gtcctg 


ggaagaccaa 


aagaaaagca 


1 1 tea croat a 


1560 


aqaqaataac 


atgcgcaaag 


accctaaaac 


tgaaatgtgc 


ccatgtgttc 


taagaaatgc 


1620 


aacaatacta 


qtqtqcctaq 


aacaaaaaca 


gagggggaga 


atgggaggag 


acaaggagct 


1680 


gaaggagtag 


ttcccgaagg 


acct tgtggg 


tgatatagag gaettcgett 


t tact ct aaa 


1740 




gecatagaag 


ctt ctaagca 


gaagagggac 


ttgccctaat 


t caaataat c 


1800 


a paaat* at* pi* 


i*a't*crcrppt'pp 


atcrcraaacrtt 


gaaaaccaca 


gaaggtgaag 




1860 


ctgagccaca 


ggaacaatga 


t ggagat t cc 


agctaagccc 


agaccccgtg 


aattctaaat 


1920 


agattttaga 


ggcagcagac 


agaatt actg 


aggaattgag 


tgtaagagtg 


gaat aaagtt 


1980 


atcaaggaca 


atgccaaggg 


tggggcaccc 


ccaaatttga 


ctttgggaga 


ct cagecaaa 


2040 


tcctatctgg 


taataaaatt 


tcttttttat 


ttttcttttc 


tttctttctt 


tctttctttc 


2100 


tttttttttt 


tttgagttgg 


gatcttgtgc 


tctgtcaccc 


aggctggagt 


gcaatgggca 


2160 


caattatagc 


tcactgcagc 


ctggaactcc 


tgggatcaag 


cctggagttc 


ctgcttcagc 


2220 


ctccctagta 


gctgggacta 


caggcatgea 


ccaccatgcc 


cagttaataa 


aatttcttca 


2280 


aatgcaaaaa 


aaaaaaaaaa 


aaaaaa 








2306 



<210> 16 

<211> 398 

<212> PRT 

<213> Homo sapiens 

<220> 

<2 2 1 > MI SC_FEATURE 

<223> Deduced amino acid sequence of human S1P5 cDNA coding region 
(Figure 8) 

<400> 16 
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USF-T154X 



Met Glu Ser Gly Leu Leu Arg Pro Ala Pro Val Ser Glu Val lie Val 
15 10 15 



Leu His Tyr Asn Tyr Thr Gly Lys Leu Arg Gly Ala Arg Tyr Gin Pro 
20 25 30 



Gly Ala Gly Leu Arg Ala Asp Ala Val Val Cys Leu Ala Val Cys Ala 
35 40 45 



Phe lie Val Leu Glu Asn Leu Ala Val Leu Leu Val Leu Gly Arg His 
50 55 60 



Pro Arg Phe His Ala Pro Met Phe Leu Leu Leu Gly Ser Leu Thr Leu 
65 ' 70 75 80 



Ser Asp Leu Leu Ala Gly Ala Ala Tyr Ala Ala Asn lie Leu Leu Ser 
85 " 90 95 



Gly Pro Leu Thr Leu Lys Leu Ser Pro Ala Leu Trp Phe Ala Arg Glu 
100 105 110 



Gly Gly Val Phe Val Ala Leu Thr Ala Ser Val Leu Ser Leu Leu Ala 
115 120 125 



lie Ala Leu Glu Arg Ser Leu Thr Met Ala Arg Arg Gly Pro Ala Pro 
130 135 140 



Val Ser Ser Arg Gly Arg Thr Leu Ala Met Ala Ala Ala Ala Trp Gly 
145 150 155 160 



Val Ser Leu Leu Leu Gly Leu Leu Pro Ala Leu Gly Trp Asn Cys Leu 
165 170 175 



Gly Arg Leu Asp Ala Cys Ser Thr Val Leu Pro Leu Tyr Ala Lys Ala 
180 185 190 



Tyr Val Leu Phe Cys Val Leu Ala Phe Val Gly lie Leu Ala Ala lie 
195 200 205 



Cys Ala Leu Tyr Ala Arg lie Tyr Cys Gin Val Arg Ala Asn Ala Arg 
210 215 220 
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USF-T154X 



Arg Leu Pro Ala Arg Pro Gly Thr Ala Gly Thr Thr Ser Thr Arg Ala 
225 230 235 240 



Arg Arg Lys Pro Arg Ser Leu Ala Leu Leu Arg Thr Leu Ser Val Val 
245 250 ~ 255 



Leu Leu Ala Phe Val Ala Cys Trp Gly Pro Leu Phe Leu Leu Leu Leu 
260 265 270 



Leu Asp Val Ala Cys Pro Ala Arg Thr Cys Pro Val Leu Leu Gin Ala 
275 280 285 



Asp Pro Phe Leu Gly Leu Ala Met Ala Asn Ser Leu Leu Asn Pro lie 
290 295 300 



lie Tyr Thr Leu Thr Asn Arg Asp Leu Arg His Ala Leu Leu Arg Leu 
305 " 310 315 320 



Val Cys Cys Gly Arg His Ser Cys Gly Arg Asp Pro Ser Gly Ser Gin 
325 330 "* 335 



Gin Ser Ala Ser Ala Ala Glu Ala Ser Gly Gly Leu Arg Arg Cys Leu 
340 345 " ~ 350 



Pro Pro Gly Leu Asp Gly Ser Phe Ser Gly Ser Glu Arg Ser Ser Pro 
355 360 365 



Gin Arg Asp Gly Leu Asp Thr Ser Gly Ser Thr Gly Ser Pro Gly Ala 
370 375 380 



Pro Thr Ala Ala Arg Thr Leu Val Ser Glu Pro Ala Ala Asp 
385 390 395 



<210> 17 

<211> 398 

<212> PRT 

<213> Homo sapiens 



<220> 

<221> MI SC_FEATURE 

<223> Predicted amino acid sequence of S1P5 (Figures 12A and 12B) 
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<400> 17 



Met Glu Ser Gly Leu Leu Arg Pro Ala Pro Val Ser Glu Val lie Val 
1 5 10 15 



Leu His Tyr Asn Tyr Thr Gly Lys Leu Arg Gly Ala Arg Tyr Gin Pro 
20 25 30 



Gly Ala Gly Leu Arg Ala Asp Ala Val Val Cys Leu Ala Val Cys Ala 
35 40 45 



Phe lie Val Leu Glu Asn Leu Ala Val Leu Leu Val Leu Gly Arg His 
50 55 60 



Pro Arg Phe His Ala Pro Met Phe Leu Leu Leu Gly Ser Leu Thr Leu 
65 ~ 70 75 80 



Ser Asp Leu Leu Ala Gly Ala Ala Tyr Ala Ala Asn He Leu Leu Ser 
85 90 95 



Gly Pro Leu Thr Leu Lys Leu Ser Pro Ala Leu Trp Phe Ala Arg Glu 
100 105 110 



Gly Gly Val Phe Val Ala Leu Thr Ala Ser Val Leu Ser Leu Leu Ala 
115 120 125 



He Ala Leu Glu Arg Ser Leu Thr Met Ala Arg Arg Gly Pro Ala Pro 
130 135 140 



Val Ser Ser Arg Gly Arg Thr Leu Ala Met Ala Ala Ala Ala Trp Gly 
145 150 155 160 



Val Ser Leu Leu Leu Gly Leu Leu Pro Ala Leu Gly Trp Asn Cys Leu 
165 170 175 



Gly Arg Leu Asp Ala Cys Ser Thr Val Leu Pro Leu Tyr Ala Lys Ala 
180 185 190 



Tyr Val Leu Phe Cys Val Leu Ala Phe Val Gly He Leu Ala Ala He 
195 200 205 



Cys Ala Leu Tyr Ala Arg He Tyr Cys Gin Val Arg Ala Asn Ala Arg 
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25 

215 220 



USF-T154X 



Arg Leu Pro Ala Arg Pro Gly Thr Ala Gly Thr Thr Ser Thr Arg Ala 
225 230 "* 235 240 



Arg Arg Lys Pro Arg Ser Leu Ala Leu Leu Arg Thr Leu Ser Val Val 
245 250 ~ 255 



Leu Leu Ala Phe Val Ala Cys Trp Gly Pro Leu Phe Leu Leu Leu Leu 
260 265 270 



Leu Asp Val Ala Cys Pro Ala Arg Thr Cys Pro Val Leu Leu Gin Ala 
275 280 285 



Asp Pro Phe Leu Gly Leu Ala Met Ala Asn Ser Leu Leu Asn Pro lie 
290 295 300 



lie Tyr Thr Leu Thr Asn Arg Asp Leu Arg His Ala Leu Leu Arg Leu 
305 310 315 320 



Val Cys Cys Gly Arg His Ser Cys Gly Arg Asp Pro Ser Gly Ser Gin 
325 330 ~ 335 



Gin Ser Ala Ser Ala Ala Glu Ala Ser Gly Gly Leu Arg Arg Cys Leu 
340 345 "* 350 



Pro Pro Gly Leu Asp Gly Ser Phe Ser Gly Ser Glu Arg Ser Ser Pro 
355 360 365 



Gin Arg Asp Gly Leu Asp Thr Ser Gly Ser Thr Gly Ser Pro Gly Ala 
370 375 380 



Pro Thr Ala Ala Arg Thr Leu Val Ser Glu Pro Ala Ala Asp 
385 390 395 



<210> 18 

<211> 254 

<212> PRT 

<213> Homo sapiens 



<220> 

<221> MISC FEATURE 
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<223> Predicted amino acid sequence of SlP5-alpha (Figure 12A) 
<400> 18 

Met Glu Ser Gly Leu Leu Arg Pro Ala Pro Val Ser Glu Val lie Val 
15 10 15 



Leu His Tyr Asn Tyr Thr Gly Lys Leu Arg Gly Ala Arg Tyr Gin Pro 
20 25 30 



Gly Ala Gly Leu Arg Ala Asp Ala Val Val Cys Leu Ala Val Cys Ala 
35 40 45 



Phe lie Val Leu Glu Asn Leu Ala Val Leu Leu Val Leu Gly Arg His 
50 55 60 



Pro Arg Phe His Ala Pro Met Phe Leu Leu Leu Gly Ser Leu Thr Leu 
65 70 75 80 



Ser Val Pro Ala Arg Pro Gly Thr Ala Gly Thr Thr Ser Thr Arg Ala 
85 90 95 



Arg Arg Lys Pro Arg Ser Leu Ala Leu Leu Arg Thr Leu Ser Val Val 
100 " 105 110 



Leu Leu Ala Phe Val Ala Cys Trp Gly Pro Leu Phe Leu Leu Leu Leu 
115 120 125 



Leu Asp Val Ala Cys Pro Ala Arg Thr Cys Pro Val Leu Leu Gin Ala 
130 135 140 



Asp Pro Phe Leu Gly Leu Ala Met Ala Asn Ser Leu Leu Asn Pro lie 
145 150 155 160 



lie Tyr Thr Leu Thr Asn Arg Asp Leu Arg His Ala Leu Leu Arg Leu 
165 170 175 



Val Cys Cys Gly Arg His Ser Cys Gly Arg Asp Pro Ser Gly Ser Gin 
180 185 190 



Gin Ser Ala Ser Ala Ala Glu Ala Ser Gly Gly Leu Arg Arg Cys Leu 
195 200 ~ 205 
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Pro Pro Gly Leu Asp Gly Ser Phe Ser Gly Ser Glu Arg Ser Ser Pro 
210 215 220 



Gin Arg Asp Gly Leu Asp Thr Ser Gly Ser Thr Gly Ser Pro Gly Ala 
225 230 ~ 235 240 



Pro Thr Ala Ala Arg Thr Leu Val Ser Glu Pro Ala Ala Asp 
245 250 



<210> 19 

<211> 103 

<212> PRT 

<213> Homo sapiens 



<220> 

<221> MISC_FEATURE 

<223> Predicted amino acid sequence of SlP5-beta (Figure 12B) 
<400> 19 

Met Glu Ser Gly Leu Leu Arg Pro Ala Pro Val Ser Glu Val lie Val 
15 10 15 



Leu His Tyr Asn Tyr Thr Gly Lys Leu Arg Gly Ala Arg Tyr Gin Pro 
20 25 30 



Gly Ala Gly Leu Arg Ala Asp Ala Val Val Cys Leu Ala Val Cys Ala 
35 40 45 



Phe lie Val Leu Glu Asn Leu Ala Val Leu Leu Val Leu Gly Arg His 
50 55 60 



Pro Arg Phe His Ala Pro Met Phe Leu Leu Leu Gly Ser Leu Thr Leu 
65 70 75 80 



Ser Asp Leu Leu Ala Gly Ala Ala Tyr Ala Ala Ala Ala Arg Thr Leu 
85 90 95 



Val Ser Glu Pro Ala Ala Asp 
100 
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